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Medaka fishes in the gen@syzas have both XY and ZW sex determination systems,the sex
chromosomes differ among species, suggestinghtsatliversity have resulted from the acquisitiomofel sex-
determining genes. Recent studies have ident#ied as a novel candidate sex-determining gene on Yheex
chromosomes of the Celebes meddbiryfias celebensis). In this study, we conducted a knockout experimen
using genome editing technology to examine whdtiisrgene has a sex-determining function. However,
knockout fish with the loss-of-function mutationisl dot show sex reversal, suggesting that thisispdtas a
different sex-determining gene.
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CRISPR target

WT CCGGTTCGAGCACTGTTCTTCCCAGCGTCAGAACCTTCAGAGAACCTGCTGGCTCCAACA
del? CCGGTTCGAGCACTGTTCTTCCCAG--TCAGAACCTTCAGAGAACCTGCTGGCTCCAACA
del5 CCGGTTCGAGCACTGTITCTITCCCA=-==== AGAACCTTCAGAGAACCTGCTGGCTCCAACA

insl CCGGTTCGAGCACTGTTCTTCCCAGCGITCAGAACCTTCAGAGAACCTGCTGGCTCCAAC
insll CCGGTTCGAGCACTGTITCTTCCCAGCAGTCAGAACCAGTCAGAACCTTCAGAGAACCTGC

B
| | HMG domain | Transactivation domain || 406 aa
WT SGRFSGSSTVLPSVRTFREPAGSNSSFDTYPYGLPTPPEMSPLDAMDHEHVPPTYYSASG

del?2 SGRFSGSSTVLPSONLORTCWLOQQOLRHISVRPANSS*

del5 SGRFSGSSTVLPENLORTCWLOQOQLRHISVRPANSS*

insl SGRESGSSTVLPSVONLORTCWLOQOLRHISVRPANSS*

insll SGRFSGSSTVLPSSONQSEPSENLLAPTAASTHIRTACQLLLRCPL*
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